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3 
4 
6 
7 
9 

C— > 11 
C— > 12 

14 
16 
18 
19 
20 
21 
23 
24 
25 
27 
28 
29 
30 
32 
33 
34 
36 
37 
38 
40 
41 
42 
44 
45 
46 
48 
49 
50 
52 
54 
56 
58 
60 
62 
64 
66 




ENTERED 



<110> APPLICANT: Polverino, Anthony J. 
Luethy, Roland 

<120> TITLE OF INVENTION: Secreted Epithelial Colon Stromal-1 Molecules and Uses 
Thereof 

<130> FILE REFERENCE: 00-450 

<140> CURRENT APPLICATION NUMBER: US/09/599 , 087B 
<141> CURRENT FILING DATE: 2003-01-28 

<160> NUMBER OF SEQ ID NOS : 22 
<170> SOFTWARE: Patentin Ver. 2.0 
<210> SEQ ID NO: 1 
<211> LENGTH: 744 
<212> TYPE: DNA 
<213> ORGANISM: Mus musculus 
<220> FEATURE: 
<221> NAME/KEY: CDS 
<222> LOCATION: (38) . . (274) 
<4 00> SEQUENCE: 1 

gcttcctccc taggcgtgag actccggctc cttcact atg aga ctt eta gcc ctt 

Met Arg Leu Leu Ala Leu 
1 5 
tec ggt ctg etc tgc atg etg etc etc tgt ttc tge att ttc tec tea 
Ser Gly Leu Leu Cys Met Leu Leu Leu Cys Phe Cys lie Phe Ser Ser 

10 15 20 

gaa ggg aga aga cat eet gee aag tee ttg aaa etc agg egc tgc 
Glu Gly Arg Arg His Pro Ala Lys Ser Leu Lys Leu Arg Arg Cys 
25 30 35 

eta tct eet aga tec aag etg aca ace tgg aaa gga aac cac 
Leu Ser Pro Arg Ser Lys Leu Thr Thr Trp Lys Gly Asn His 

40 45 50 

cec tgc aga etc tgc aga aac aag eta eca gtc aag tea tgg 
Pro Cys Arg Leu Cys Arg Asn Lys Leu Pro Val. Lys Ser Trp Val 
60 65 70 

eet ggg get etc eca eag ata tag ggccteetec geccagatga 
Val Pro Gly Ala Leu Pro Gin lie 
75 

agcgttgatg cccagatgtg gagaeaccag aagcataeae actatgttge ettgeeeett 
geeaatgage tgtgacaetg gaatgcttca etteagacat eagggeggat ggattgcaga 
atteeaagtc etcattceaa aggtgteace aaccttcaga gteactaagg tccaggctca 
gcccacaagt caeeatggct cetccagagt aaaagteeaa gattccaect gtgggagcta 
cagatccaga gaettteaag ctgaetagag tgcagagaag caagacctca gtgtgatcag 
eegagactae ageatcttgg gaacccteag teageeccaa acceetaaea cttaaceact 
ggtcteeaaa ecaaeacetg taacttccta atgaaatcat caggaggata ccaaaagaaa 
taaaceataa ateagcatac acaetaaaaa 



eae 
His 

agg 
Arg 
55 
gtg 



tgt 
Cys 

aca 
Thr 

gtg 



55 



103 



151 



199 



247 



294 



354 
414 
474 
534 
594 
654 
714 
744 
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RAW SEQUENCE LISTING DATE: 02/04/2003 

PATENT APPLICATION: US/09/599 , 087B TIME: 13:24:43 

Input Set : A:\00450seq.txt 

Output Set: N:\CRF4\02042003\l599087B.raw 

69 <210> SEQ ID NO: 2 

70 <211> LENGTH: 78 

71 <212> TYPE: PRT 

72 <213> ORGANISM: Mus musculus 
74 <400> SEQUENCE: 2 



75 


Met Arg Leu Leu 


Ala 


Leu 


Ser 


Gly 


Leu 


Leu 


Cys 


Met 


Leu 


Leu 


Leu 


Cys 


76 


1 


5 










10 










15 




78 


Phe Cys lie Phe 


Ser 


Ser 


Glu 


Gly 


Arg 


Arg 


His 


Pro 


Ala 


Lys 


Ser 


Leu 


79 


20 










25 










30 






81 


Lys Leu Arg Arg 


Cys 


Cys 


His 


Leu 


Ser 


Pro 


Arg 


Ser 


Lys 


Leu 


Thr 


Thr 


82 


35 








40 










45 








84 


Trp Lys Gly Asn 


His 


Thr 


Arg 


Pro 


Cys 


Arg 


Leu 


Cys 


Arg 


Asn 


Lys 


Leu 


85 


50 






55 










60 










87 


Pro Val Lys Ser 


Trp 


Val 


Val 


Pro 


Gly 


Ala 


Leu 


Pro 


Gin 


He 






88 


65 




70 










75 












91 


<210> SEQ ID NO: 


3 
























92 


<211> LENGTH: 54 
























93 


<212> TYPE: PRT 


























94 


<213> ORGANISM: 


Mus 


musculus 


















96 


<4 00> SEQUENCE: 


3 
























97 


Arg Arg His Pro 


Ala 


Lys 


Ser 


Leu 


Lys 


Leu 


Arg 


Arg 


Cys 


Cys 


His 


Leu 


98 


1 


5 










10 










15 





100 Ser Pro Arg Ser Lys Leu Thr Thr Trp Lys Gly Asn His Thr Arg Pro 

101 20 25 30 

103 Cys Arg Leu Cys Arg Asn Lys Leu Pro Val Lys Ser Trp Val Val Pro 

104 35 40 45 

106 Gly Ala Leu Pro Gin He 

107 50 

110 <210> SEQ ID NO: 4 

111 <211> LENGTH: 806 

112 <212> TYPE: DNA 

113 <213> ORGANISM: Homo sapiens 

115 <220> FEATURE: 

116 <221> NAME/KEY: CDS 

117 <222> LOCATION: (29).. (274) 

119 <400> SEQUENCE: 4 

120 ggaacgaggg aaaatctgcc ttctcacc atg agg ctt eta gtc ctt tec age 52 

121 Met Arg Leu Leu Val Leu Ser Ser 



122 


















1 








5 










124 


ctg 


etc 


tgt 


ate 


ctg 


ctt 


etc 


tge 


tte 


tec 


ate 


tte 


tec 


aca 


gaa 


ggg 


100 


125 


Leu 


Leu 


Cys 


He 


Leu 


Leu 


Leu 


Cys 


Phe 


Ser 


He 


Phe 


Ser 


Thr 


Glu 


Gly 




126 




10 










15 










20 












128 


aag 


agg 


cgt 


cet 


gee 


aag 


gee 


tgg 


tea 


gge 


agg 


aga 


ace 


agg 


etc 


tgc 


148 


129 


Lys 


Arg 


Arg 


Pro 


Ala 


Lys 


Ala 


Trp 


Ser 


Gly Arg Arg 


Thr 


Arg 


Leu 


Cys 




130 


25 










30 










35 










40 




132 


tgc 


eae 


cga 


gtc 


cet 


age 


ccc 


aae 


tea 


aca 


aac 


ctg 


aaa 


gga 


cat 


cat 


196 


133 


Cys 


His 


Arg 


Val 


Pro 


Ser 


Pro 


Asn 


Ser 


Thr 


Asn 


Leu 


Lys 


Gly 


His 


His 




134 










45 










50 










55 






136 


gtg 


agg 


etc 


tgt 


aaa 


eca 


tgc 


aag 


ctt 


gag 


eca 


gag 


ccc 


cgc 


ctt 


tgg 


244 
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137 Val Arg Leu Cys Lys Pro Cys Lys Leu Glu Pro Glu Pro Arg Leu Trp 

138 60 65 70 

140 gtg gtg cct ggg gca etc cca cag gtg tag cactcccaaa gcaagactcc 

141 Val Val Pro Gly Ala Leu Pro Gin Val 

142 75 80 

144 agacagcgga gaacctcatg cctggcacct gaggtaccca gcagcctcct gtctcccctt 
14 6 tcagccttca cagcagtgag ctgcaatgtt ggagggcttc atctcgggct gcaaggaccc 
148 tgggaaagtt ccagaactcc acgtccttgt ctcaattgtg ccatcaactt tcagagctat 
150 catgagccaa cctcacccca cagggcctca gtcgccacca tgtgggcctc tccagtgcaa 
152 accaccgagc attccaccat gaccggtcac agctacaaat ccagagacca tcaatcctgc 
154 tagagtgcag ggtggcaagc acccaagggt ggctgaccaa gactgcagag tctcctccat 
156 cttcaggtcc attcagcctc ctggcattta actaccagca tccagtggtc cccaaggaat 
158 cccttcctag cctcctgaca tgagtctgct ggaaagagca tccaaacaaa caagtaataa 
160 ataaataaat aaactcaatg cagacacaaa aa 

163 <210> SEQ ID NO: 5 

164 <211> LENGTH: 81 

165 <212> TYPE: PRT 

166 <213> ORGANISM: Homo sapiens 

168 <400> SEQUENCE: 5 

169 Met Arg Leu Leu Val Leu Ser Ser Leu Leu Cys lie Leu Leu Leu Cys 

170 15 10 15 

172 Phe Ser lie Phe Ser Thr Glu Gly Lys Arg Arg Pro Ala Lys Ala Trp 

173 20 25 30 

175 Ser Gly Arg Arg Thr Arg Leu Cys Cys His Arg Val Pro Ser Pro Asn 

176 35 40 45 

178 Ser Thr Asn Leu Lys Gly His His Val Arg Leu Cys Lys Pro Cys Lys 

179 50 55 60 

181 Leu Glu Pro Glu Pro Arg Leu Trp Val Val Pro Gly Ala Leu Pro Gin 

182 65* 70 75 80 
184 Val 

187 <210> SEQ ID NO: 6 

188 <211> LENGTH: 57 

189 <212> TYPE: PRT 

190 <213> ORGANISM: Homo sapiens 

192 <400> SEQUENCE: 6 

193 Lys Arg Arg Pro Ala Lys Ala Trp Ser Gly Arg Arg Thr Arg Leu Cys 

194 15 10 15 

196 Cys His Arg Val Pro Ser Pro Asn Ser Thr Asn Leu Lys Gly His His 

197 20 25 30 

199 Val Arg Leu Cys Lys Pro Cys Lys Leu Glu Pro Glu Pro Arg Leu Trp 

200 35 40 45 

202 Val Val Pro Gly Ala Leu Pro Gin Val 

203 50 55 

206 <210> SEQ ID NO: 7 

207 <211> LENGTH: 77 

208 <212> TYPE: PRT 

209 <213> ORGANISM: Rattus norvegicus 

211 <400> SEQUENCE: 7, 

212 Met Arg Leu Leu Thr Leu Ser Gly Leu Phe Phe Met Leu Phe Leu Cys 



294 



354 
414 
474 
534 
594 
654 
714 
774 
806 
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PATENT APPLICATION: US/09/599 , 087B 



DATE: 02/04/2003 
TIME: 13:24:43 



213 
215 
216 
218 
219 
221 
222 
224 
225 
228 
229 
230 
231 
233 
234 
235 
237 
238 
239 
241 
242 
. 243 
245 
246 
247 
249 
250 
251 
253 
254 
256 
258 
W— > 260 
2 62 
264 
266 
268 
270 
272 
274 
276 
278 
280 
282 
284 
286 
288 
290 
292 



Input Set : A:\00450seq.txt 

Output Set: N:\CRF4\02042003\l599087B.raw 



Homo sapiens 



unsure 
(160) . . 

unsure 
(3884) . 



(169) 



(3893) 



15 10 
Leu Cys Val Leu Ser Ser Glu Gly Arg Lys Arg 

20 25 
Lys Leu Arg Pro Arg Cys His Leu Ser Pro Arg 

35 40. 
Trp Lys Gly Asn His Thr Arg Pro Cys Arg Pro 

50 55 
Ser Asn Ser Trp Val Val Pro Gly Ala Leu Pro 
65 70 75 

<210> SEQ ID NO: 8 
<211> LENGTH: 4159 
<212> TYPE: DNA 
<213> ORGANISM: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<220> FEATURE: 
<221> NAME/KEY: 
<222> LOCATION: 
<4 00> SEQUENCE: 8 

atg agg ctt eta gtc ctt tec age etg cte tgt 
ttc tec ate ttc tee aea gaa ggtagggeag cece 
gagcaggatt teageatetg ggaagactet gateaggatt 
nnnnnnnnnn cgcgcgtact tccagccccg tggtgaagac 

gaaectatag gtttgggget eaggaetgee tgcaggtggc 
cectgeaeee ecaaataeat aeceageeta agtaaagtgg 
aeataeaaee tcteagetag attaetgtge ttaagteeta 
ceattetett gtaettgtgt eatgcttgga aeagagtaaa 
aeattaatta gtagaccate taagtetgaa eateeeaaaa 
eatgagcagc tgaaatgaag gtgtgtgtgg tagggaggtg 
agaaggggae aeeatetttt taeetctata gatatgaata 
ttctttttte tttttttttt tttttttgag atggagtett 
gtgeagtgge getatetcag etcaetgeaa teteegeete 
gectcagcct cecaagtage tgagattaea ggtgeeeaec 
gtatttttag tacagaeagg ttteaeeate ttggeeagge 
cgtaateete eeaeeteggc cteecaaagt gctgggatta 
tggetgeett tettgattea gatagctgag tgttteaate 
etetagaaae tgeetaeatt tattttttgt tttagtggtt 
gtggggggag etggagetat agaaatatat aaagagaaga 
tcaagagtag eeatgtteaa cattttgttt atttecttge 



15 



Pro Ala Lys Phe Pro 
30 

Ser Lys Pro lie Thr 
45 

Cys Arg Lys Leu Glu 

60 
Gin He 



exon 

(1) . . (69) 

exon 
(2627) 



(2725)- 



exon 
(4079) . 



(4159) 



ate ctg ctt etc tge 
eagggt geagatccet 
tgttggaggg caggcettgg 
gaaagagggc tctttctcct 

ttgggggttc cattcacage 
tgtgttegce atgcaaacac 
eetatctaga atttetggag 
ttagtgttgg gcaaatgaat 
ccteatgccc agaaaatate 
gggtatgttt atgeatgttt 
tttagetetc ttgeeetttt 
getctgtcac ceaggetgga 
ctgggtteaa geaattctct 
accaagceea getaattttt 
tggtettgaa ctcctaaeet 
eaggegtgag eeaeeatgce 
eatttttete ttgtetaace 
atggttaete aaaettttgg 
aaaacaetea attccatgat 
atgtagaatt tttaaaaatt 



48 
99 
159 
219 

279 

339 

399 

459 

519 

579 

639 

699 

759 

819 

879 

939 

999 

1059 

1119 

1179 
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PATENT APPLICATION: • US/09/599 , 087B TIME: 13:24:43 
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294 aattgatgta cctatatgtt caaggttata tcttttttat ttatcactat 

296 ataatcaccc aaaatgctta tgattgaaga tattctggaa gcatttacaa 

298 gcagcagcca tctctgagta gtgggattat aacaagtgtt tgttttacaa 

300 atgaaaatgt cccacatata taataaggaa aacagtgatt agaattcctc 

302 cccgtgacat gcaatttatc agacctctat ttttggacat gttggaggtt 

304 ccctagtgac aattaaatga ggatagatac cttcccccat aaagtttcct 

306 gactatctgt agcaaactct tgaagtagca ttaatcaact aatattttca 

308 gctacaagtg aacgtactat gatgaattta catgcttaga catttagata 

310 gtgtgctttt ccttttttga agcaagatct tgctctcttg cccaggtcgg 

312 catgaccacg gctcagtgca ggcttgactt ccagggctca agcaatactc 

314 ttttccagta gctgggaaaa caggtgcgca ccacaatgcc ctgctaattt 

316 ttgcagagac gaggtctctc taagttgccc aggctggtct tgaacttctg 

318 atcctcccac cttggcctcc cagagtgcta ggatcacagg catgagccac 

320 ctactttgca cattttaatt atgtggtaaa aggtatatat gtacataaag 

322 attcaggctt tttttctttt tttctttttt ttattttttt gagacgaagt 

324 gttgtccagg ctggagtgta atggcatgct cttggctcac cacaacctcc 

326 ttcaagtgat tctcctgcct caacctcctg agtagctggg attacaggca 

328 tgccaggctg attttgtatt tttagtagag atggggtttc tccatgttgg 

330 ctcgaacact cgacctcaag tgatccgccc acctcagcct cccaaagagc 

332 ggcatgagcc accacaccca gctcagggct tattttctta ggctagattg 

334 aattattatg tcaaagaaac tacttattgg acaggaatct gaaaaggatg 

336 ccatgtgtct cccaacattg ttatttctga aaagtaaatc acaacaaggc 

338 cctaggacct ctcgtagcct ggctcatcct gagtttctct ggataaatat 

34 0 tgtgccttgg aaggggaagc tcactcacag acaagcccac taaagacagt 

342 ttgtgtc cac cct cag gga aga ggc gtc ctg cca agg cct ggt 

34 4 gga gaa cca ggc tct get gcc acc gag tec eta gee cca act 
346 acc tga aag gtaagtacce ccaeetcgte eagactgtgg ggeagaagtt 

34 8 etaeagtgge catgggacca gccacacaca ctgatcagcc cccacccatg 

350 ggctctggct gggaggaeat etttgttttg ttgattaatt tgttgactcc 

352 tcaacaaatt aateatttta aactgaatac attctgccat ggaaaaaaag 

354 ttagcagatg ttgtgtggaa acaeacttac tttaggtgga aggtgtctga 

356 tttatgagac ctggcteatt tatgagccag gagcetgget gaggcctgtg 

358 atgcaggcag aggaggcage aagggtgaag ggcaagagtg gggtatggaa 

360 agcagggctt gagaggtaet cceagaagct aaggaccaaa gctgcctgtg 

362 acctggggca cagateagea tgcaggtcae eagcagggga gtgggcctga 

364 agccatagct tggcaggaga taaggcagcc ccagagatgc cagcaggcag 

366 gcatgaccag aacgaggeee agaagagcaa ggctgcecte tccctgaggc 

368 tgggaggcct gtggcggaea ggeccaaget caggaggget gcgggcaccc 

370 acaggggctg caggcceaga gcagatatte actggagttg cccagcccag 

372 caggctgetg gagettgggt agggcaggea gatccccaag gggagactgt 

374 tcagacagcc tgacaecaac ctggggctcc tgcctgaact ctgcagcecc 

376 cteaagaggc tgaggaggtc ccggcceeac ttgctcctet gcggccatgg 

378 ceatgaccag cgccggagcc tccatgcett tcccagctac caaggggatg 

380 atgeaggaga gggatagagg gaggaageaa gacagcatga ctccagccgc 

382 ccggagatge tgacagcect ttcttecaaa ctggcatcac acccagcegg 

W — > 384 aataaccagc tcgtcttcac cacgggctga aggatcccnn nnnnnnnnca 

386 cttctgggcc tecagggaaa agcataagat ctaattcttg ctttgaaatt 

388 tgtgtttgaa aatgcaactt aattgtgttt tcctctctct ecceacaace 

390 ctcgccatct tcctgtcctt gtecctcttg tctactcatt getcetecca 



■t-p|■^-;:^■t--^-rT■i-1- 


J. z. o ^ 




JL ^ _7 ^ 






aT_a,<da.Ca.Ua.g 


± *2 X _7 


yccaytyaua. 


1 4 7 Q 


at ecat tt ag 


1 c: Q Q 


gguaLaacL-L. 




ytUCaCaatL 


J. DO -? 


agtgcagtgg 


1 "7 1 Q 


gcacctcagg 


1 / / y 


ttaaaatttt 


1 o o n 


gaetcaagcc 


T Q Q Q 

lo y y 


cacacetgge 


1959 


ra ugticc L L L 


u 1 y 


ttttgetett 


2079 


gcctcccggg 


z loy 


HgCaCCaciCa 


9 1 QQ 
Z X J? 


tcaggctggt 


o o c: n 


taggattaca 


z o 1 y 


ccaaggggag 


O "5 T Q 

z o / y 


t gt ttt gggg 


z o y 


ccact cttt c 


O /I Q Q 

z 41 y y 


tcct gagccc 


O C C Q 

zooy 


ctetctt cct 


z D 1 y 


cag gca 


z boo 


caa caa 


Z / 1 D 




Z / OO 


get ggeat ca 


0 Q 0 
z ozo 


cccccaaaay 


9 Q ft R 
Z 0 o o 


caygaugcaa 


9 Q 4 R 

z y o 


ycagyT^gaca 




gaggrgggge 


J U DO 


gacagatggt 


OlZD 


dcn^L-.^^ uy f-yy 


? 1 ft R 


yyy uccciycig 


O Z o 


cat ecagget 


'5 "5 n R 


(^uyyyycu^dL- 


J O O J 


dy u u^^^uyi^ 


^4 9 R 


gtggaagggt 


3485 


ggaecctgag 


3545 


agtgcccaet 


3605 


cccatggggt 


3665 


ctcagctgtg 


3725 


agaccttcte 


3785 


ccaggataaa 


3845 


cgaaaagccc 


3905 


tttttttaaa 


3965 


tggetctgac 


4025 


gga cat 


4081 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/599 , 087B 



DATE: 02/04/2003 
TIME: 13:24:44 



Input Set : A:\00450seq.txt 

Output Set: N:\CRF4\02042003\l599087B.raw 

Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 



Seq#:8; N Pos . 16<D, 161, 162, 163, 164, 165, 166,^1^67, 168, ^69, 388^4, 3885, 3886, 3887 
Seq#:8; N Pos. 3888,3889,3890,3891,3892,38/3 
Seq#:22; Xaa Pos. 5,8,10,11,12,14,17,18,19,20,22,25,26,27,31,32,33,34,36,37 
Seq#:22; Xaa Pos. 38,39,40,43,44,46,47,48,49,50,51,52,55,57,59,61,62,64,65 
Seq#:22; Xaa Pos. 66,67,68,69,70,71,81 



Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. 



This includes spaces . 



Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#; 
Seq#; 
Seq#: 
Seq#; 
Seq#; 
Seq#; 
Seq#; 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#; 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 
Seq#: 



10; Line(s) 
11; Line{s) 
12; Line{s) 



; Line 


(s ) 


; Line 


!s ) 


; Line 


\s) 


; Line 


(s) 


; Line 


( s ) 


; Line 


\ s ) 


; Line 


(s) 


; Line 


\ s ) 


; Line 


\ s ) 


; Line 


!s ) 


; Line 


\ s ) 


; Line 


( s ) 


; Line 


(s) 


;' Line 


(s) 


; Line 


(s ) 


; Line 


(s ) 


; Line 


(s) 


; Line 


(s ) 


; Line 


^s) 


; Line 


s ) 


; Line 


^s ) 


; Line 


s ) 


; Line 


s ) 


; Line 


s ) 


; Line 


s ) 


; Line 


s ) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 


; Line 


s) 



1,2, 3, 4,5, 6,7, 8, 9, 10, 11, 12, 13, 14, 15, 
24,25,26,27,28,2 9,30, 31 , 32 , 33, 34 , 35 , 
4 4, 45,4 6, 47, 48, 4 9, 50, 51, 52, 53, 54,55, 
64, 65, 66, 67, 68, 69 

70,71,72,73,74,75,7 6,77,78,7 9,80,81, 
90, 91 

92, 93, 94, 95, 96, 97, 98, 99, 100, 101, 102, 
109, 110 

111, 112, 113, 114, 115, 116, 117, 118, 119, 
126, 127, 128, 129, 130, 131, 132, 133, 134, 
141, 142, 143, 14 4, 145, 14 6, 14 7, 14 8, 14 9, 
156, 157, 158, 159, 160 , 1 61 , 162 , 163 
164, 165, 166, 167, 168, 169, 17 0, 171, 172, 
17 9, 180, 181, 182, 183, 184, 185, 18 6, 187 
188, 189, 190, 191, 192, 193, 194, 195, 196, 
203,204,205,206 

207,208,209,210,211,212, 213,214,215, 
222,223,224,225, 226, 227, 228 
229,230, 231,232, 233, 234 , 235, 236, 237, 
244,245, 24 6, 24 7,24 8, 24 9, 250, 251, 252, 
259,2 60,261,262,263,2 64,2 65,266, 267, 
274,275,276,277,278,27 9,280,281, 282, 
28 9,290,2 91,292,293,294,2 95, 296, 297, 
304, 305, 306, 307, 308, 309, 310, 311, 312, 
319, 320, 321, 322, 323, 324, 325, 32 6, 327, 
334, 335, 336, 337 , 338 , 339, 34 0, 34 1, 342 , 
34 9, 350, 351,352, 353, 354, 355, 356, 357, 
364, 365, 366, 367, 368, 369, 370,371, 372, 
37 9, 380, 381, 382, 383, 384, 385,38 6, 387, 
394,395,396,397 

398,399, 4 00, 401, 4 02, 4 03, 4 04, 4 05, 406, 
411, 412, 413, 414, 415, 416, 417, 418, 419 
424, 425, 426, 427, 428, 42 9, 430, 4 31, 4 32 
437, 438, 439, 440, 441, 442, 443, 444, 445 



16,17,18,19,20,21,22,23 
36, 37, 38, 39, 40, 41, 42, 43 
56,57, 58, 59, 60, 61,62, 63 

82,83,84,85,86,87,88,89 

103, 104, 105, 106, 107, 108 

120, 121, 122, 123, 124, 125 
135, 136, 137, 138, 139, 140 
150, 151, 152, 153, 154, 155 

173, 174, 175, 176, 177, 178 

197,198,199,200,201,202 

216,217,218,219,220,221 



238, 
253, 
268, 
283, 
298, 
313, 
328, 
343, 
358, 
373, 
388, 



239, 
254, 
269, 
284, 
299, 
314, 
329, 
344, 
359, 
374, 
389, 



240, 
255, 
270, 
285, 
300, 
315, 
330, 
345, 
360, 
375, 
390, 



241, 
256, 
271, 
286, 
301, 
316, 
331, 
346, 
361, 
376, 
391, 



242,243 
257, 258 
272, 273 
287,288 
302, 303 
317, 318 
332, 333 
347, 348 
362,363 
377, 378 
392, 393 



407, 408, 409, 410 
,420,421,422,423 
,433, 434, 435, 436 
,446 
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